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Figure 2 

ClustalW Alignment of PFI-019 with P2Y purinoceptor 1 (P2Yn 

PFI - 0 1 9 MNEPLDYLA-NASDFPDYA AAFGN CTDENIPLKMHYLPVIYGI 

P2Y1 MTEVLWPAVPNGTDAAPLAGPGSSWGNSTVASTAAVSSSFKCAIiTKTGFQPYYLPAVYIL 
*.** .*.:*, * :::** *: : ::;:***.;*: 

PFI-019 IFLVGFPGNAWISTYIFKMRPWKSSTI IMLNLACTDLLYLTSLPFLIHYYASGENWIFG 
P2Y1 VFIIGFLGNSVAIWMFVFHMKPWSGISVYMFNLAIiADFLYVLTLPALIFYYFlSrKT 
**.*^* ::*:*:**.. :: *;*** :*:**: ;** **^** , 

PFI-019 DFMCKFIRFSFHFNLYSSILFLTCFSIFRYCVIIHPMSCFSIHKTRCAWACAWWIISL 
P2Y1 DAMCKLQRFIPHVNLYGSILFLTCISAHRYSGVVYPLKSLGRLKKKNAICISVLVWLIVV 

ie *4r* . ieie *ieie ie-k-k**** . * ie* . . . 4r . . * . 4r . . 

PFI-019 VAVIPMTFLITSTNRTNRS - ACLDLTSSDELNTIKWYNLILTATTFCLPLVIVTLCYTTI 
P2Y1 VAISPILFYSGTGVRKNKTITCYDTTSDEYLRSYFIYSMCTTVAMFCVPLVLILGCYGLI 
**. *. * . *.*:: :* * ** . : *.: *.: **;***.; ** * 

PFI - 019 IHTLTHGLQTDSCLKQKARRLTILLLIiAFYVCFLPFHIIiRVIRIESRIitiSIS CSIEN 

P2Y1 VRALIYKDLDNSPLRRKSIYLVIIVLTVFAVSYIPFHVMKTMNLRARLDFQTPAMCAFND 
:::* : :* *::*: *.*:;* .* *.::***:::.:.:.:** : *:r:: 

PFI-019 QIHEAYI VSRPLAALNTFGNLLL YVWSDNFQQAVCSTVR CKVSGNLEQ - AKKI S YS 

P2Y1 RVYATYQVTRGLASLNSCVDPILYFLAGDTFRRRLSRATRKASRRSEANLQSKSEDMTLN 
::: :* *:* **;**: : :**.:.,*.*:: ;. :.* : ,.**;. 
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Figure 3: Stimulation of PFI-019 by 2-chloro-ATP 
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Figure 5: Stimulation of PFI-019 by 2-methyl-thio-ADP 
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Figure 6: Stimulation of PFI-019 by UTP 




